FALR G 0 BEAF
FALR G H

%L am 3L H

K & &£ 2 KRB
o+ (B %)
M + §539%
AR 4 455 1 %Y

¥Rkl 94 3H26H

Combinational effect of genes for the renin—angiotensin
system in conferring susceptibility to diabetic

nephropathy
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Combinational effect of genes for the renin-angiotensin system in conferring
susceptibility to diabetic nephropathy
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