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The impact of altered O-GlcNAcylation on fructose-derived metabolic derangements
due to deletion of 0-GIcNAc transferase in the hepatocytes.
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0-GIcNAcylation is characterized by the addition of O-linked

B -N-acetylglucosamine to proteins and serves as an intracellular nutrient sensor for modulating cell
functions. 0-GIcNAc transferase (OGT) is a critical enzyme for O-GIcNAcylation. We found out that protein
0-GIcNAcylation and expression of OGT was increased in the liver fed a high-fructose diet compared to a
control diet related to elevation of the lipogenesis and metabolic disorders, associating to the
susceptibility to high-fructose diet.
To examine the physiological role of 0-GIcNAcylation in hepatocyte biology, hepatocyte-specific
0GT-deleted mice (0Ogt-KO) were generated by crossbreeding Ogt-flox mice with Albumin-Cre mice. Ogt-KO
showed severe hepatocellular damage, proliferation of bile ducts and fibrosis.

Our results suggest that protein O-GIcNAcylation is a key modulator for nutrient-derived metabolism in
Ehe liver, and tuning of OGT-mediated protein O-GIcNAcylation is essential to maintain hepatocyte

omeostasis.
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