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CCDC3 is specifically upregulated in omental adipose tissue in subjects with abdomin
al obesity

Ugi, Satoshi
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To search for novel markers of visceral adiposity, visceral and subcutaneous adipo
se tissues were obtained from 43 Japanese men. We conducted microarray analysis using RNA from visceral an
d subcutaneous adipose tissues obtained from five men with abdominal obesity and five non-obese men. The m
RNA expression of CCDC3 (encoding coiled-coil domain-containing protein 3) was upregulated in omental adip
ose tissues from abdominally obese subjects (3.07-fold) but not in subcutaneous adipose tissues (0.89-fold
). Similar expression patterns were found in two distinct mouse models of obesity. In the analysis of all
43 men, CCDC3 mRNA levels in omental, but not in subcutaneous adipose tissue, were positively correlated w
ith waist circumference and BMI. CCDC3 was predicted to be a secretory protein, which was confirmed by wes
tern blotting.

These results suggest that CCDC3 is a potential biomarker for estimating visceral adiposity.
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Variables Non-obese Abdominal Obesity P value
Age (vears) 69.4=7.1 66.0+7.7 0.49
BMI (kg/m2) 215£07 253209 > 0.001
Waist Circumference (cm) 785+53 907+32 > 0.001
HbAlc (%) 534x025 552£025 030
Leptin (ng/ml) 288125 4.80=201 0.11
Adiponectin (pg/ml) 712=139 346+184 = 001
hsCRP (mg/L) 082067 039:022 023
IL-6 (pg/ml) 216+ 088 146047 017
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