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Gene Primer sequence

name

CP-2 Forward | 5-GAAGACGCCAGCCTAAAC-3
Reveres | 5-GCTGCTTTTGCACCTTTT3

NDST1 Forward | 5-CAGGCGTCCAGGTTGACATAC-3
Reveres | 5-"TGGTCAGTGGACGATTCTCG-3

Gli-1 Forward | 5-CACCTCAGGATGACCACAGC-3
Reveres | 5'"TCTGACTCCACAGGACTGGC-3

SERPINBS | Forward | 5-GCTCCTTCATTCTCCTCTGCTG-3
Reveres | 5-GGCCTCTGGATTCTGGCTC-3

TRK-A Forward | 5-GTGGCTGCACTAACCCATCC-3
Reveres | 5-CTGAGCTTCCTCAAATCCCG-3’

SERPINBS | Forward | 5-TGGGATCCAGAGTCACCTTC-3
Reveres | 5-TTGCCACCAATATCAGGAGTG-3

MCM2 Forward | 5-AATCAGGGCGACTTCTGGAC-3

Reveres

5-GTTGGTCTCAGCAGCGAATG-3




Gene AD/ Alellel/ | Amino Resion Allele freqency ( Flanking
name Control | Alelle2 | acid seuence
change

CP-2 AD AIG Promoter | 0.50 | 0.50 | CAATA/G]
Control 0.52 |0.48 AGT

NDST'1 | AD C/A 5UTR |0.67 [0.33 |AGAlC/A)
Control 0.76 | 0.23 CTT

Gli-1 AD T/C G933D | CDS 056 |044 |GAAIT/C)
Control 052 |048 CCC

TRK-A | AD G/A Promoter | 0.96 | 0.04 | GGGIG/A]
Control 094 | 0.06 AAG

SERPIN5 | AD G/C V189L CDS 0.81 |0.24 AGATG/C |
Control 0.76 |0.18 TCA

MCM2 |AD CIT V667M | CDS 097 [0.03 |CCATCT]
Control 097 10.03 GGT




# 3 Allele and genotype frequencies of 203G/A in SERPINBS coding sequence.

Allele Genotype
Subjects (n) G (%) A (%) GIG (%) G/A (%) AJA (%)
AD (128) 183 (71.5%) 73 (28.5%) 67 (562.3%) 49(38.3%) 12 (9.4%)

Control (96) 158 (82.3%) 37 (17.7%) 67 (69.8%) 24 (25.0%) 5 (7.5%)
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H1b SERPINB8MSNP (G203A, R68Q)
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