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Takashima et al., Supplementary Fig. 2

a

G
LO

B
 (g

/d
L)

TP
 (g

/d
L)

A
LT

 (U
/L

)

A
LP

 (U
/L

)

TB
IL

 (m
g/

dL
)

A
M

Y
 (U

/L
)

C
R

E
 (m

g/
dL

)

B
U

N
 (m

g/
dL

)

G
LU

 (m
g/

dL
)

C
A

 (m
g/

dL
)

P
H

O
S

 (m
g/

dL
)

N
A

+  (
m

m
ol

/L
)

K
+  (

m
m

ol
/L

)

W
B

C
 (1

02 /u
L)

P
LT

 (1
04 /u

L)

R
B

C
 (1

02 /u
L)

H
C

T 
(%

)

H
G

B
 (g

/d
L)

M
C

V
 (f

L)

M
C

H
 (p

g)

M
C

H
C

 (g
/d

L)

R
D

W
S

D
 (f

L)

R
D

W
C

V
 (%

)
b

A
LB

 (g
/d

L)

KO

WT KO WT KO WT KO WT KO WT KO WT KO WT KO

WT KO WT KO WT KO WT KO WT KO WT KO WT KO

WT KOWT KOWT KOWT KOWT KO

WT KO WT KO WT KO WT KO WT KO



Takashima et al., Supplementary Fig. 3

WT Exoc3l+/tdTomato Flt1-dsRed
R

FP
P

E
C

A
M

1
H

oe
ch

st

*

**

*
***

*
*

*



Takashima et al., Supplementary Fig. 4

b

a



Supplemental Table 1:   Target sequence of gRNA

Name

Guide #1 5’- AGGGCGTAGGCGTCGGTACCAGG -3’

Guide #3 5’- GCTCATACCAGGACGAAGTGTGG -3’

 Sequence



Supplemental Table 2: Primers for mouse genotyping PCR 

Strain Primer name Primer sequence
Amplicon 

length

184_Exoc3l_ext-F1             (A) 5’- CTAGACTACTAACTGCCTGAACATTCCATCCAG -3’

168_Exoc3l_5arm_Target_R2    (C)5’- ATAGTCGACAAAGCTTCACGAGTTCCCTGCACAG -3’

184_Exoc3l_ext-F1             (A) 5’- CTAGACTACTAACTGCCTGAACATTCCATCCAG -3’

185_Exoc3l_ext-R1             (B) 5’- GAGAGAGAGAGAGAGAGAGAGAGAAAGTTGGTC -3’

194_ tdTomato detect F      (D) 5’ -CAGTTCATGTACGGCTCCAA- 3’

185_Exoc3l_ext-R1             (B) 5’- GAGAGAGAGAGAGAGAGAGAGAGAAAGTTGGTC -3’

194_ tdTomato detect F      (D) 5’ -CAGTTCATGTACGGCTCCAA- 3’

195_tdTomato detect R       (E) 5’- GAGGTGATGTCCAGCTTGGT -3’

184_Exoc3l_ext-F1             (A) 5’- CTAGACTACTAACTGCCTGAACATTCCATCCAG -3’

195_tdTomato detect R       (E) 5’- GAGGTGATGTCCAGCTTGGT -3’

184_Exoc3l_ext-F1             (A) 5’- CTAGACTACTAACTGCCTGAACATTCCATCCAG -3’

185_Exoc3l_ext-R1             (B) 5’- GAGAGAGAGAGAGAGAGAGAGAGAAAGTTGGTC -3’
Exoc3l Δ 3941 bp

WT

2316 bp

9560bp

Exoc3l tdTomato KI          

2640bp

419bp

2432bp



Supplemental Table 3: Primers for RT-qPCR 

Target gene Strand Primer sequence

Forward 5’- ATTGAGTTCTGAGTTGCTAGATGGT -3’

Reverse 5’- CTTAGGTATTGTAACACCACGGTTC -3’

Forward 5’- ACCTTGAAGCGCATGAACTC -3’

Reverse 5’- CACCATCGTGGAACAGTACG -3’

Forward 5’- ATGAATACGGCTACAGCAACAGC -3’

Reverse 5’- CTCTTGCTCAGTGTCCTTGCTG -3’

Exoc3l

tdTomato

Gapdh


