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Ready to go for treatment of Inflammatory bowel disease by using analyzing MRP4 SNPs
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Sample DNA of ulcerative colitis, the Crohn disease patient who collected it by 20
14 and the physically unimpaired person volunteer examined 279 personality in total, SNP of 3 genes in the
both sides of the TagMan probe method and the conventional Direct sequence method. As for the MRP4 G2269A
SNP, 68 people, A/A were seven people G/A, and the allyl frequency was 14.7%. As for the TPMT A719G SNP,
five people, G/G were 0 people A/G, and the allyl frequency was 0.9%. As for the ITPA C94A SNP, 61 people,
A/A were six people C/A, and the allyl frequency was 13.1%. There was no great difference and a result of
HapMap, and there was a difference by the TagMan probe method and the Direct sequence method neither. It
was revealed that the TagMan probe method using TagMan SNP Genotyping Assays was more useful for quick SNP
analysis than the above-mentioned result.
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